Supplemental Experimental Procedures

Antibodies
The following antibodies were used for immunohistochemistry and immunoblotting: 
PCR analysis of tumors
Genomic DNA was extracted and purified from macro-dissected frozen or formalin-fixed paraffin embedded (FFPE) lung tumor samples using DNeasy (Qiagen, #69504) or QIAamp DNA FFPE Tissue Kit (Qiagen, #56404), respectively. Frozen lung samples were homogenized prior to DNA extraction. For FFPE samples, 5µm aniline blue stained sections were cut from each tumor sample and tumors were carefully micro-dissected with a sterile scalpel and used for DNA extraction. DNA was quantified using NanoDrop 8000 and Qubit
PicoGreen dsDNA High Sensitivity Kit. Genomic DNA from the tumor samples was then used to detect Lkb1 recombination. PCR was carried out using the following primers; R1 5'-CTGTGCTGCCTAATCTGTCG-3', F2 5'-TTCACCATCCCTTGTGACTG-3' and F4 5'-ATCGGAATGTGATCCAGCTT-3'. Primers R1 and F2 detect the Lkb1 floxed and wildtype alleles while R1 and F4 detects the recombined Lkb1.
Real time RT-PCR
RNA was isolated by TRizol (Invitrogen) as described (Oliver et al., 2010) and 1µg of total RNA was used to generate cDNA using Iscript cDNA synthesis kit (Bio-Rad). Real time PCR was performed using primers against human FGFR2 with Sybr Green supermix (BioRad) in a 20µl reaction in triplicate on a Bio-Rad CFX96 Real Time PCR machine. Analysis was performed using Bio-Rad CFX manager software and expression values were based on 10-fold serial dilutions of standards and normalized to ACTIN levels.
Primers include:
Gene Forward Reverse Actin TATTGGCAACGAGCGGTTCC GGCATAGAGGTCTTTACGGATGTC FGFR2 CGGCCTCTATGCTTGTACTG CGGTGTCATCCTCATCATCTC
Statistical Analysis
GraphPad Prism was used to perform statistical analysis. Error bars represent mean +/-SEM.
Fisher's Exact test was used for statistical significance in the analysis of contingency tables in 
